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Abstract: The widely use of antibiotics in the aquaculture pharmaceutical and health care industry
results in the increasing antibiotic resistance bacteria( ARB) and antibiotic resistance genes( ARGs)

in the environment even threatens human health. On the basis of previous literatures this article
summarizes the ARB and ARGs pollution characteristics of typical industries that produce and use
antibiotics ( include animal husbandry pharmaceutical industry and medicine) and municipal
wastewater. The treatment technologies which may possiblely influence the growth and decline of
ARGs and ARB in different treatment units of wastewater treatment plants( WWTPs) are mainly
discussed. In the end a perspective was made on how to eliminate the ARGs in the effluent of the
WWTPs.
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